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SEQ 


list 










1 


rkt OGFr cDNA 






2 


ran OGFr protein 






3 


ratNpGFr cDNA partial (clone 


14) 


4 


humanv 


OGFr 


cDNA (Provisional ) 


5 


human 


XDGFr 


splice 


version 8, 


cDNA 


6 


human 


OteFr 


splice 


version 8, 


protein 


7 


human 


OoVr 


splice 


version 1, 


cDNA 


8 


human 


ogfV 


splice 


version 1, 


protein 


9 


human 


OGFr^ 


ysplice 


version 4, 


cDNA 


10 


human 


OGFr 


^lice 


version 4, 


protein 


11 


human 


OGFr 


SQlice 


version 7, 


cDNA 


12 


human 


OGFr 


spiice 


version 7, 


protein 


13 


human 


OGFr 


splo^ce 


version 127, cDNA 


14 


human 


OGFr 


spliqe 


version 127, protein 


15 


rat OGFr antisens^ 5'- 


GACTCAGGGACTTAGCTTCATCC 


16 


scrambled 




\ ^' * 


ATAGATACTACGCCGGCTGTCCT 


17 


human 


OGFr 


antisense 5 ' - 


GGTCGTCCATGCTCGGCTAGAAT 


18 


scrambled 




\ 5' - 


GTGCAGTGCAATGCTCTCCGTGA 
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# 



SEQ ID NO: 1 V- Rat Opioid Growth Factor Receptor cDNA sequence 

TGGGCTCAGCCACGCCCCRGGGTGCCCCCAGTGGGACTAGTTCTTCATTCTGGCAGCTGCACACATCTGTCAGTGAGGGAATGTCAGGTC 90 
TCTC ACTCTCCTCTCCTcAcTATCCTTTCCGC AGAAAGCGGGTCCTCCTGCTTGTCGAGTATGGACGACCCGGACTGCGATTCC ACCTGG 180 
GAGGAGGAGAGCGAGGAGGATGGCGAGGATGGCCAGGCGGATGATACGACCGATGAGGACACGGGCGACGATGACGGCGACGCGGAGGAG 270 
GCACGGCCAAGCCTGTTCCAGTCCAGGATGACAGGGTACCGAAACTGGCGTGCTATGCAGGACATGCAAAGATACCGGCACAACTACCCG 360 
GATTTGACAGATCAAGACTGOAATGGTGAC ATGTGC AACCTGAGCTTCTAC AAAAATGAGATCTGCTTCC AGCC AAATGGGGCTCTC ATC 450 
GAGGAC ATTCTTC AGAACTGGAAAGAC AACT ATGACCTCCTGGAAGAGAATC ACTCCTAC ATCC AGTGGCTGTTTCCTCTGCGGGAACCA 540 
GGAGTGAACTGGCACGCCAAGcVcCTCACCCTGAAGGAGGTTGAGGCATTTAAAAGCTCCAAGGAAGTCAGAGAGCGTCTTGTCCGGGCC 630 
TATGAGCTCATGCTGGGCTTCTACTGGGTTCCACCTTGAGGACCGGGGCACGGGTGCTGTATGCCGTGCACAGAACTTCCAGCCGCGCTTC 720 
CACAATCTGAACAGCCACAGCCAaAACAACCTGCGTATTACACGCATCCTCAAGTCACTGGGTGAGCTGGGCTTAGAACACTACCAGGCA 810 
CCCCTGGTCCGCTTCTTCCTGGAGGAGACCCTTGTAC AGO AC AAACTGCCC AGCGTGCGCCAGAGTGCCCTGGACTACTTCCTGTTCGCT 900 
GTGCGCTGCCGGCACCAGCGCCGGGAGCTTGTGTACTTTGCCTGGGAGCACTTCAAGCCTCGCCGAGAGTTTGTCTGGGGGCCCCGTGAC 990 
AAGCTGCGGAGATTC AAGCCCC AGAQC ATACCCC AGCC ACTGACGGGACC AGGGC AGGC AGATAAAGATGAGGGCTCC AGGGACCCCTCC 1080 
CAAGAGGCTGGCACCCAGGGTCGGACff TGTGGATCTGGAAGGGACCTGAGTGGGGACAGTGGAAC AGCTGAGGATCCCTCACTGCTGAAC 1170 
ACAAAGCCCTCAGATGGGGGAACCTTGCATGGGAACCAGAGGGATGAAGCTAAGTCCCTGAGTCCCAAGGAGAGCAAGAAAAGGAAGTTG 1260 
GAGGGGAAC AGGC AGGAGC AGGTCCC AQGGGAGGCAGATCCCC AGGGTGTCTCTGAGGTAGAGAAAATTGCCCTTAACCTTGAGGAGTGT 1350 
GCCCTTAGCCCTATCAGCCAGGAGCCCAaGGAGGCTGAACCGCCCTGTCCTGTGGCCAGGGTGGCTAATGAGGTAAGAAAGCGGAGGAAG 1440 
GTGGAGGAAGGGGCTGAGGGTGATGGAGTAGTCAGTAACACTCAAATGCAGGCCAGTGCCCTGCCTCCTACCCCTTCAGAGTGTCCTGAG 1530 
GC CCAAAAGGATGGGAATGGGCC AG AGGAcYcAAACAGCCAGGTTGGGGCAGAGGATTCCAAAAGCCAGGTGGGGCCGGAGG ATCC AAAC 1620 
AGCCAGGTGGGGCTGGAGGACCCAAACAGCG^-GGTCGGGCCAGAGGACCCAAACAGCCAGGTCGGGCCAGAGGACCCAAACAGCCAGGTC 1710 
GGGC CAGAGGACCC AAAC AGCCAGGTCGGGCS AG AGGACCC AAAC AGCCAGGTGGTGGGGCCAGAGCAAGCTGCCTCTAAGAGCCCTGTG 1800 
GAGGACCCTGACTCTGACACTATGGGAACCTcVgTGGATGAGTCAGAGGAGTTGGCAAGGATTGAGGCCTCTGCTGAACCCCCAAAGCCT 1890 
TAGAGGTGCATCTC AGTCCTACTCAGCCC ACTOCAGGGGGTTTCTGAGTCCAGAGCTCTGCCGTAGGCTCTTCTTGGTGCCCCACAGTGC 1980 
TGGCCTCTCCCTAGTGGTCACTGAGGTGGCCACOAGAGGGACTGAGGCCCTGCCCTCAGGGAAGGCCAAGGCCTTCAGAACCCTCCTTAC 2070 
CTCACTGTGTCCTCCTCCACTGCCCTCTGAGCCCTGCGTTGTGATCAGACCCTAAGGGTCTAGAGGGAGGGGCCTCTTCATTAGTCTGGT 2160 
GCCAAGTGAGGCCTTTTCTGAATAAACTCTTTAGACTTTGTCAAAAAAAAAAAAAAAAAiWlAAAA^^ 2250 

Initia-or AUG at 151-153 \ 
Terminator TAG at 1891-1983 \ 

Open reading frame 151 { AUGGACOAC . . . ) to 1890 {... AAGCCT) 



SEQ ID N0:2 -- Rat Opioid Growth Factor Receptor 



1 


MDDPDCDSTW 


EEESEEDGED 


\GQADDTTDED 


TGDDDGDAEE 


ARPSLFQSRM 


51 


TGYRNWRAMQ 


DMQRYRHNYP 


ffiLTDQDCNGD 


MCNLSFYKNE 


ICFQPNGALI 


101 


EDILQNWKDN 


YDLLEENHSY 


iWlfplrep 


GVNWHAKPLT 


LKEVEAFKSS 


151 


KEVRERLVRA 


YELMLGFYGF 


HLEDRGTGAV 


CRAQNFQPRF 


HNLNSHSHNN 


201 


LRITRILKSL 


GELGLEHYQA 


PLVRFFLEET 


LVQHKLPSVR 


QSALDYFLFA 
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251 


VRCRBpRREL 


VYFAWEHFKP 


RREFVWGPRD 


KLRRFKPQTI 


PQPLTGPGQA 


301 


DKDEGS^DPS 


qeagtqgrtc 


GSGRDLSGDS 


GTAEDPSLLN 


TKPSDGGTLD 


351 


gnqrdeAxsl 


spkeskkrkl 


EGNRQEQVPG 


EADPQGVSEV 


EKIALNLEEC 


401 


ALSPISQSPR 


EAEPPCPVAR 


VANEVRKRRK 


VEEGAEGDGV 


VSNTQMQASA 


451 


LPPTPSECPE 


AQKDGNGPED 


SNSQVGAEDS 


KSQVGPEDPN 


SQVGLEDPNS 


501 


QVGPEDPNS® 


VGPEDPNSQV 


GPEDPNSQVG 


PEDPNSQWG 


PEQAASKSPV 


551 


edpdsdtmgt\ 


.SVDESEELAR 


lEASAEPPKP 







SEQ ID N0:3 -- Rat OGFA, partial cDNA sequence, clone 14 



1 


CATTGGGCCG 


ACGTCGCATG 


CTCCTCTAGA 


ctcgaggaat 


TCGGGCCCCA 


51 


GGGTGTCTCT 


GAGGTAG^GA 


AAATTGCCCT 


taaccttgag 


GAGTGTGCCC 


101 


TTAGCCCTAT 


CAGCCAGGAG 


CCCAGGGAGG 


STGAACCGCC 


CTGTCCTGTG 


151 


GCCAGGGTGG 


CTANAATGAG 


GTAAGAAANG 


CGGNAGGAAG 


GTGGAGGAAG 


201 


GGGCTGAGGG 


TGNATGGAOT 


AGTCAGTAAC 


ACTYAAATGN 


CAGGCCAGTG 


251 


CCCTGCCTCC 


TACCCCTTCA 


GAGTGTCCTG 


AGGCCCT^AAA 


GGATGGGAAT 


301 


GGGCCAGAGG 


ACTCAAACAG^ 


yCCAGGTTGGG 


GCAGAGGATT 


CCAAAAGCCA 


351 


GGTGGGGCCG 


GAGGATCCAA 


ACAGCCAGGT 


GGGGCTGGAG 


GACCCAAACA 


401 


GCCAGGTCGG 


GCCAGAGGAC 


OCAAACAGCC 


AGGTCGGGCC 


AGAGGACCCA 


451 


AACAGCCAGG 


TCGGGCCAGA 


GOACCCAAAC 


AGCCAGGTCG 


GGCCAGAGGA 


501 


CCCAAACAGC 


CAGGTGGTGG 


GGQCAGAGCA 


AGCTGCCTCT 


AAGAGCCCTG 


551 


TGGANGGACC 


CTGACTCTGA 


cacWggga 


ACCTCAGTGG 


ATGAGTCAGA 


601 


GGAGTTGGCA 


AGGATTGAGG 


CNTYTGCTGA 


ACCCCCAAAG 


CCTTAGAGGT 


651 


GCATTTCAGT 


CCTACTCAGC 


CCACTECAGG 


GGGTTTCTGA 


GTCCAGAGCT 


701 


CTGCCGTAGG 


CTCTTCTTGG 


TGCCCcVcAG 


TGCTGGCCTC 


TCCCTASTGG 


751 


TCACTGAGGT 


GGCCACCAGA 


GGGACTGAGG 


CCCTGCCCTC 


AGGGAAGGCC 


801 


AAGGCCTTCA 


GAACCCTCCT 


TACCTCAaTG 


TGTCCTCCTC 


CACTGCCCTC 


851 


TGAGCCCTGC 


GTTGTGATCA 


GACCCTAAffiG 


GTCTAGAGGG 


AGGGGCCTCT 


901 


TCATTAGTCT 


GGTGCCAAGT 


gaggcctttV 


CTGAATAAAC 


TCTTTAGACT 


951 


TTGTCAAAAA 


AAAAAAAAAA 




AAAAAAA 
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SEQ ID N0:\4 -- Human OGF receptor cDNA; spliced form A 
Length: 22\90 



1 


tagaattcAg 


CGGCCGCTGA 


ATTCTAGCCG 


AGCATGGACG 


ACCCCGACTG 


51 


CGACTCCACS 


TGGGAGGAGG 


ACGAGGAGGA 


TGCGGAGGAC 


GCGGAGGACG 


101 


aggactgcga\ 


GGACGGCGAG 


GCCGCCGGCG 


CGAGGGACGC 


GGACGCAGGG 


151 


GACGAGGACG 


Vggagtcgga 


GGAGCCGCGG 


GCGGCGCGGC 


CCAGCTCGTT 


201 


CCAGTCCAGA 


Atgacagggt 


CCAGAAACTG 


GCGAGCCACG 


AGGGACATGT 


251 


GTAGGTATCG 


gqacaactat 


CCGGATCTGG 


TGGAACGAGA 


CTGCAATGGG 


301 


GACACGCCAA 


acqtgagttt 


CTACAGAAAT 


GAGATCCGCT 


TCCTGCCCAA 


351 


CGGCTGTTTC 


attgaggaca 


TTCTTCAGAA 


CTGGACGGAC 


AACTATGACC 


401 


TCCTTGAGGA 


CAATCACTCC 


TACATCCAGT 


GGCTGTTTCC 


TCTGCGAGAA 


451 


CCAGGAGTGA 


ACTGGCATGC 


CAAGCCCCTC 


ACGCTCAGGG 


AGGTCGAGGT 


501 


GTTTAAAAGC 


TCCCAGGAGA 


TCCAGGAGCG 


GCTTGTCCGG 


GCCTACGAGC 


551 


TCATGCTGGG 


CTTCTAOGGG 


ATCCGGCTGG 


AGGACCGAGG 


CACGGGCACG 


601 


GTGGGCCGAG 


CACAGAAGTA 


CCAGAAGCGC 


TTCCAGAACC 


TGAACTGGCG 


651 


CAGCCACAAC 


AACCTCCGCA 


TCACACGCAT 


CCTCAAGTCG 


CCGTGTGAGC 


701 


TGAGCCTCGA 


GCACTTCCAIG 


GCGCCACTGG 


TCCGCTTCTT 


CCTGGAGGAG 


751 


ACGCTGGTGC 


GGCGGGAGcA 


GCCGGGGGTG 


CGGCAGAGTG 


CCCTGGACTA 


801 


CTTCATGTTC 


GCCGTGCGCT 


\gccgacacca 


GCGCCGCCAG 


CTGGTGCACT 


851 


TCGCCTGGGA 


GCACTTCCGG 


^CCCGCTGCA 


AGTTCGTCTG 


GGGGCCCCAA 


901 


GACAAGCTGC 


GGAGGTTCAA 


GCCCAGCTCT 


CTGCCCCATC 


CGCTCGAGGG 


951 


CTCCAGGAAG 


GTGGAGGAGG 


AAGGAAGCCC 


CGGGGACCCC 


GACCACGAGG 


1001 


CCAGCACCCA 


GGGTCGGACC 


TCnGGGCCAG 


AGCATAGCAA 


GGGTGGGGGC 


1051 


AGGGTGGACG 


AGGGGCCCCA 


GCCACGGAGC 


GTGGAGCCCC 


AGGATGCGGG 


1101 


ACCCCTGGAG 


AGGAGCCAGG 


GGGATGAGGC 


AGGGGGCCAC 


GGGGAAGATA 


1151 


GGCCGGAGCC 


CTTAAGCCCC 


AAAGAGAGCA 


AGAAGAGGAA 


GCTGGAGCTG 


1201 


AGCCGGCGGG 


AGCAGCCGCC 


CACAGAGCCA 


GGCCCTCAGA 


GTGCCTCAGA 


1251 


GGTGGAGAAG 


ATCGCTCTGA 


ATTTGGAGGG 


GTGTGCCCTC 


AGCCAGGGCA 


1301 


GCCTCAGGAC 


GGGGACCCAG 


GAAGTGGGCG 


GTCAGGACCC 


TGGGGAGGCA 


1351 


GTGCAGCCCT 


GCCGCCAACC 


CCTGGGAQCC 


AGGGTGGCCG 


ACAAGGTGAG 


1401 


GAAGCGGAGG 


AAGGTGGATG 


AGGGTGCTGG 


GGACAGTGCT 


GCGGTGGCCA 


1451 


GTGGTGGTGC 


CCAGACCTTG 


GCCCTTGCCfi 


GGTCCCCTGC 


CCCATCGGGG 


1501 


CACCCCAAGG 


CTGGACACAG 


TGAGAACGGG) 


lGTTGAGGAGG 


ACACAGAAGG 


1551 


TCGAACGGGG 


CCCAAAGAAG 


GTACCCCTGG 


EAGCCCATCG 


GAGACCCCAG 
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• 



1601 
1651 
1701 
1751 
1801 
1851 
1901 
1951 
2001 
2051 
2101 
2151 
2201 
2251 



GCCCCAGC CC 

GAGACCCQAG 

GAGCCCATCG 

AGCCAGCCQA 

GCAGGGGAq 

GGCAGGACC: 

GCCCCAGCCC ' 

GCAGCAGAGT 

GCCTTAAGGA 

GCAGGGGCTG 

TTCGTGACCC 

TATAGCARSC 

AGAAGCCTCC 

CCCTGTCTTT 



AGCAGGACCT 
GCCCCCGCCC 
GAGACCCCAG 
GAGCCCATCG 
AGCCAGCCGA 
GCAGGGGACG 
GGCAGGACCT 
■GCAGKACGC 
.GGAGTGCC 
rGCCTCCGG 

gtgacccatg 
accWaagcc 
tggqctggct 
gtaaattgac 



GCAGGGGACG 
GGCAGGACCT 
GCCCCAGCCC 
GAGACCCCAG 
GAGCCCATCG 
AGCCAGCCGA 
ACAAGGGATG 
AGAGGTGGAG 
CGTCGGCGTC 
AGCTTGCTGC 
ACCCACAGTG 
GCGAGGCCCT 
GTGTCTTCCC 
CCTTCTGGAG 



AGCCAGCCGA 
GCAGGGGACG 
GGCAGGACCT 
GCCCCCGCCC 
GAGACCCCAG 
GAGCCCATCG 
AGCCAGCCAA 
TCTTCTGCCA 
TTGGTCCTCC 
GGGCTCCCCT 
CTGGCCTCCT 
CAGGGAAGCC 
CACCCAGCTC 
TGGGGGGCGG 



GAGCCCATCG 
AGCCAGCCGA 
ACAAGGGATG 
GGCAGGACCT 
GCCCCCGCCC 
GAGACCCCAG 
GGCGGGGGAG 
AGTCTGGGAA 
TGTCCCTGCT 
CAGGCTCTGC 
GTGGGGCCAC 
CAAGGCCTGC 
TCCCCTGCGC 



Letter" S", "R", or "\K" was used in positions where there was a 50-50 
split on the consensi5^s sequences. S = C or G; R = A or G; K = T or G, 
Inititator AUG 34 -3( 
Terminator TAA 2005-:S007 

Open reading frame: 34\ (AUGGACGAC. . . ) to 2004 ( . . .GGGAAGCCT) 



SEQ ID NO: 5 

version 8 



Human Opipid Growth Factor Receptor cDNA, spliced 



1 


TAGAATTCAG 


CGGCCGaTGA 


ATTCTAGCCG 


AGCATGGACG 


ACCCCGACTG 


51 


CGACTCCACC 


TGGGAGGAGG 


ACGAGGAGGA 


TGCGGAGGAC 


GCGGAGGACG 


101 


AGGACTGCGA 


GGACGGCGAG 


GCCGCCGGCG 


CGAGGGACGC 


GGACGCAGGG 


151 


GACGAGGACG 


aggagtcggV 


GGAGCCGCGG 


GCGGCGCGGC 


CCAGCTCGTT 


201 


CCAGTCCAGA 


ATGACAGGG-A 


CCAGAAACTG 


GCGAGCCACG 


AGGGACATGT 


251 


GTAGGTATCG 


GCACAACTAT 


\ccggatctgg 


TGGAACGAGA 


CTGCAATGGG 


301 


GACACGCCAA 


ACCTGAGTTT 


CTACAGAAAT 


GAGATCCGCT 


TCCTGCCCAA 


351 


CGGCTGTTTC 


ATTGAGGACA 


TTCTTCAGAA 


CTGGACGGAC 


AACTATGACC 
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401 


TCCTTGAGGA 


CAATCACTCC 


TACATCCAGT 


GGCTGTTTCC 


TCTGCGAGAA 


451 


CCAGGAGTGA 


ACTGGCATGC 


CAAGCCCCTC 


ACGCTCAGGG 


AGGTCGAGGT 


501 


GTTTAAAAGC 


TCCCAGGAGA 


TCCAGGAGCG 


GCTTGTCCGG 


GCCTACGAGC 


551 


tcatgcVggg 


CTTCTACGGG 


ATCCGGCTGG 


AGGACCGAGG 


CACGGGCACG 


601 


GTGGGCCGAG 


CACAGAACTA 


CCAGAAGCGC 


TTCCAGAACC 


TGAACTGGCG 


651 


CAGCCACA^C 


AACCTCCGCA 


TCACACGCAT 


CCTCAAGTCG 


CCGTGTGAGC 


701 


TGAGCCTCGA 


GCACTTCCAG 


GCGCCACTGG 


TCCGCTTCTT 


CCTGGAGGAG 


751 


ACGCTGGTGc\ 


GGCGGGAGCT 


GCCGGGGGTG 


CGGCAGAGTG 


CCCTGGACTA 


801 


CTTCATGTTC 


GCCGTGCGCT 


GCCGACACCA 


GCGCCGCCAG 


CTGGTGCACT 


851 


TCGCCTGGGA 


GCACTTCCGG 


CCCCGCTGCA 


AGTTCGTCTG 


GGGGCCCCAA 


901 


GACAAGCTGC 


GQAGGTTCAA 


GCCCAGCTCT 


CTGCCGCATC 


CGCTCGAGGG 


951 


CTCCAGGAAG 


GTGGAGGAGG 


AAGGAAGCCC 


CGGGGACCCC 


GACCACGAGG 


1001 


CCAGCACCCA 


GGGTCGGACC 


TGTGAGCCAG 


AGCATAGCAA 


GGGTGGGGGC 


1051 


AGGGTGGACG 


AGGGQCCCCA 


GCCACGGAGC 


GTGGAGCCCC 


AGGATGCGGG 


1101 


ACCCCTGGAG 


AGGAGQCAGG 


GGGATGAGGC 


AGGGGGCCAC 


GGGGAAGATA 


1151 


GGCCGGAGCC 


CTTAAGQCCC 


A7VAGAGAGCA 


AGAAGAGGAA 


GCTGGAGCTG 


1201 


AGCCGGCGGG 


AGCAGCCGCC 


CACAGGGCCA 


GGCCCTCAGA 


GTGCCTCAGA 


1251 


GGTGGAGAAG 


ATCGCTCTffiA 


ATTTGGAGGG 


GTGTGCCCTC 


AGCCAGGGCA 


1301 


GCCTCAGGAC 


GGGGACCCAffl 


GAAGTGGGCG 


GTCAGGACCC 


TGGGGAGGCA 


1351 


GTGCAGCCCT 


GCCGCCAACC^ 


yCCTGGGAGCC 


AGGGTGGCCG 


ACAAGGTGAG 


1401 


GAAGCGGAGG 


AAGGTGGATG 


Agggtactgg 


GGACAGTGCT 


GCGGTGGCCA 


1451 


GTGGTGGTGC 


CCAGACCTTG 


GQCCTTGCCG 


GGTCCCCTGC 


CCCATCGGGG 


1501 


CACCCCAAGG 


CTGGACACAG 


TGApAACGGG 


GTTGAGGAGG 


ACACAGAAGG 


1551 


TCGAACGGGG 


CCCAAAGAAG 


GTAQCCCTGG 


GAGCCCATCG 


GAGACCCCAG 


1601 


GCCCCAGCCC 


AGCAGGACCT 


GCAGGGGACG 


AGCCAGCCAA 


GAGCCCATCG 


1651 


GAGACCCCAG 


GCCCCAGCCC 


GGCAGGACCT 


ACAAGGGATG 


AGCCAGCCGA 


1701 


GAGCCCATCG 


GAGACCCCAG 


GCCCCCGCCC 


GGCAGGACCT 


GCAGGGGACG 


1751 


AGCCAGCCGA 


GAGCCCATCG 


GAGACCCOAG 


GCCCCCGCCC 


GGCAGGACCT 


1801 


GCAGGGGACG 


AGCCAGCCAA 


GATCCCATCG 


GAGACCCCAG 


GCCCCAGCCC 


1851 


GGCAGGACCT 


ACAAGGGATG 


agccagccga\ 


.GAGCCCATCG 


GAGACCCCAG 


1901 


GCCCCCGCCC 


GGCAGGACCT 


GCAGGGGACG 


Vgccagccga 


GAGCCCATCG 


1951 


GAGACCCCAG 


GCCCCCGCCC 


GGCAGGACCT 


GSAGGGGACG 


AGCCAGCCGA 
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• 



5 



2001 


GAGCCCATdG 


GAGACCCCAG 


2051 


AGCCAGCCAA 


GGCGGGGGAG 


2101 


TCTTCTGCcA 


AGTCTGGGAA 


2151 


TTGGTCCTCC\ 


TGTCCCTGCT 


2201 


GGCTCCCCTC 


\aggctctgct 


2251 


TGGCCTCCTG 


TGGGGCCACT 


2301 


AGGGAAGCCC 


mGGCCTGCA 


2351 


ACCCAGCTCT 


CGCCTGCGCC 


2401 


GGGGGGCG 





GCCCCAGCCC GGCAGGACCT ACAAGGGATG 
GCAGCAGAGT TGCAGGACGC AGAGGTGGAG 
GCCTTAAGGA AAGGAGTGCC CGTCGGCGTC 
GCAGGGGCTG GGGCCTCCGG AGCTGCTGCG 
TCGTGACCCG TGACCCATGA CCCACAGTGC 
ATAGCAGCCA CCAGAAGCCG CGAGGCCCTC 
GAAGCCTCCT GGCCTGGCTG TGTCTTCCCC 
CCTGTCTTTG TAAATTGACC CTTCTGGAGT 



SEQ ID NO: 6 Human Opioid Growth Factor Receptor protein, from 
spliced cDNA version 8 \ 

1 5 mdd pdcd stweedeedaedaededcedgeaagardadagdedee s ee praarp s s fq s rm 60 

tg s rnwratrdmcryrhny pd l verdcmgdt pnl s f yrne i rfl pngc f i ed i lqnwtdn 120 

ydllednhsyiqwlfplrepgvnwhakpltlrevevfkssqeiqerlvray^ 180 

rledrgtgtvgraqitoqkrfqnlnwrshWlritrilkspcelslehfqaplvrffleet 240 

lvrrelpgvrqsaldyfmfavrcrhqrrqlvhfawehfrprckfvwgpqdklrrfkpssl 300 

20 phplegsrkveeegspgdpdheastqgrtaepehskgggrvdegpqprsvepqdagpler 360 

sqgdeagghgedrpeplspkeskkrklelsrreqpptgpgpqsasevekialnlegcals 420 

qg s lrtgtqe vggqd pge avq pc rq plgarvladkvrkrrkvdegtgd s aava s ggaqtl a 4 80 

lagspapsghpkaghsengveedtegrtgpkegtpgspsetpgpspagpagdepaktpse 540 

tpgpspagptrdepaespsetpgprpagpagdepaespsetpgprpagpagdepakipse 600 

tpgpspagptrdepaespsetpgprpagpagdkpaespsetpgprpagpagdepaespse 660 

t pg p s pag ptrde pakageaaelqd aeve s s akbgkp 697 



SEQ ID NO: 7 - - Human OGFr cDNA, spiLiced version 1 
30 \ 

1 TAGAATTCAG CGGCCGCTGA ATTCTAGCCG AGCATGGACG ACCCCGACTG 
51 CGACTCCACC TGGGAGGAGG ACGAGGAGGA TGCGGAGGAC GCGGAGGACG 
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f • 



101 


AGGACTGCGA 


GGACGGCGAG 


GCCGCCGGCG 


CGAGGGACGC 


GGACGCAGGG 


151 


GACGAGffiACG 


AGGAGTCGGA 


GGAGCCGCGG 


GCGGCGCGGC 


CCAGCTCGTT 


201 


CCAGTCCAGA ATGACAGGGT 


CCAGAAACTG 


GCGAGCCACG 


AGGGACATGT 


251 


gtaggtatVg 


GCACAACTAT 


CCGGATCTGG 


TGGAACGAGA CTGCAATGGG 


301 


GACACGCCAA 


ACCTGAGTTT 


CTACAGAAAT 


GAGATCCGCT 


TCCTGCCCAA 


351 


CGGCTGTTTC^ 


\ATTGAGGACA 


TTCTTCAGAA 


CTGGACGGAC 


AACTATGACC 


401 


TCCTTGAGGA 


OAATCACTCC 


TACATCCAGT 


GGCTGTTTCC 


TCTGCGAGAA 


451 


CCAGGAGTGA AOTGGCATGC 


CAAGCCCCTC 


ACGCTCAGGG AGGTCGAGGT 


501 


GTTTAAAAGC 


TCOCAGGAGA 


TCCAGGAGCG 


GCTTGTCCGG GCCTACGAGC 


551 


TCATGCTGGG 


CTTOTACGGG 


ATCCGGCTGG 


AGGACCGAGG 


CACGGGCACG 


601 


GTGGGCCGAG 


CACAGAACTA 


CCAGAAGCGC 


TTCCAGAACC 


TGAACTGGCG 


651 


CAGCCACAAC 


AACCTOCGCA 


TCACACGCAT 


CCTCAAGTCG 


CCGTGTGAGC 


701 


TGAGCCTCGA 


GCACTTCCAG 


GCGCCACTGG 


TCCGCTTCTT 


CCTGGAGGAG 


751 


ACGCTGGTGC 


GGCGGGAGCT 


GCCGGGGGTG 


CGGCAGAGTG 


CCCTGGACTA 


801 


CTTCATGTTC 


GCCGTGCGOT 


GCCGACACCA 


GCGCCGCCAG 


CTGGTGCACT 


851 


TCGCCTGGGA 


GCACTTCCGa 


CCCCGCTGCA 


AGTTCGTCTG 


GGGGCCCCAA 


901 


GACAAGCTGC 


GGAGGTTCAA 


^CCCAGCTCT 


CTGCCGCATC 


CGCTCGAGGG 


951 


CTCCAGGAAG 


GTGGAGGAGG 


mGGAAGCCC 


CGGGGACCCC 


GACCACGAGG 


1001 


CCAGCACCCA 


GGGTCGGACC 


TaTGGGCCAG 


AGCATAGCAA 


GGGTGGGGGC 


1051 


AGGGTGGACG 


AGGGGCCCCA 


GCO^CGGAGC 


GTGGAGCCCC 


AGGATGCGGG 


1101 


ACCCCTGGAG AGGAGCCAGG 


GGGATGAGGC 


AGGGGGCCAC 


GGGGAAGATA 


1151 


GGCCGGAGCC 


CTTAAGCCCC 


AAAGAGAGCA 


AGAAGAGGAA 


GCTGGAGCTG 


1201 


AGCCGGCGGG 


AGCAGCCGCC 


CACAGAGCCA 


GGCCCTCAGA 


GTGCCTCAGA 


1251 


GGTGGAGAAG 


ATCGCTCTGA 


ATTTGGAGGG 


GTGTGCCCTC 


AGCCAGGGCA 


1301 


GCCTCAGGAC 


GGGGACCCAG 


GAAGTGGSCG 


GTCAGGACCC 


TGGGGAGGCC 


1351 


TCCTGTCCCT 


GCTGCAGGGG 


CTGGGGCCTC 


CGGAGCTGCT 


GCGGGCTCCC 


1401 


CTCAGGCTCT 


GCTTCGTGAC 


CCGTGACCCA 


TGACCCACAG 


TGCTGGCCTC 


1451 


CTGTGGGGCC 


ACTATAGCAG 


CCACCAGAAG 


yCCGCGAGGCC 


CTCAGGGAAG 


1501 


CCCAAGGCCT 


GCAGGAGCCT 


CCTGGCCTGG 


qTGTGTCTTC 


CCCACCCAGC 


1551 


TCTCCCCTGC 


GCCCCTGTCT 


TTGTAAATTG 


AOiGCTTCTGG AGTGGGGGGC 


1601 


G 
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SEQ ID NO: 8 Human Opioid Growth Factor Receptor protein, from 
spliced cDNA version 1 

MDDPDCDSTWEEDEEDAEDAEDEDCEDGEAAGARDADAGDEDEESEEPRAARPSSFQSRM 
TGSRNWRATRDMCRYRHNY\PDLVERDCNGDTPNLSFYRNEIRFLPNGCFIEDILQm^ 
YDLLEDNHSYIQWLFPLRERGVNWHAKPLTLREVEVFKSSQEIQERLVRAYELMLGFYGI 
RLEDRGTGTVGRAQNYQKRFWLNWRSHmLRITRILKSPCELSLEHFQAPLVR 
LVRRELPGVRQSALDYFMFAVRCRHQRRQLVHFAWEHFRPRCKFVWGPQDKLRRFKPSSL 
PHPLEGSRKVEEEGSPGDPDHEASTQGRTCGPEHSKGGGRVDEGPQPRSVEPQDAGPLER 
SQGDEAGGHGEDRPEPLSPKESKXRKLELSRREQPPTEPGPQSASEVEKIALNLEGCALS 
QGSLRTGTQEVGGQDPGEASCPCaRGWGLRSCCGLPSGSAS 

SEQ ID NO: 9 -- Human OGfA cDNA, spliced version 4 



1 


TAGAATTCAG 


CGGCCGGTGA 


ATTCTAGCCG 


AGCATGGACG 


ACCCCGACTG 


51 


CGACTCCACC 


TGGGAGGAGG 


ACGAGGAGGA 


TGCGGAGGAC 


GCGGAGGACG 


101 


AGGACTGCGA 


GGACGGCGAG 


GCCGCCGGCG 


CGAGGGACGC 


GGACGCAGGG 


151 


GACGAGGACG 


AGGAGTCGGA 


GGAGCCGCGG 


GCGGCGCGGC 


CCAGCTCGTT 


201 


CCAGTCCAGA 


ATGACAGGOT 


CCAGAAACTG 


GCGAGCCACG 


AGGGACATGT 


251 


GTAGGTATCG 


GCACAACTA'E 


CCGGATCTGG 


TGGAACGAGA 


CTGCAATGGG 


301 


GACACGCCAA 


ACCTGAGTTTl 


iCTACAGAAAT 


GAGATCCGCT 


TCCTGCCCAA 


351 


CGGCTGTTTC 


ATTGAGGACA 


Vtcttcagaa 


CTGGACGGAC 


AACTATGACC 


401 


TCCTTGAGGA 


CAATCACTCC 


mCATCCAGT 


GGCTGTTTCC 


TCTGCGAGAA 


451 


CCAGGAGTGA 


ACTGGCATGC 


CAAGCCCCTC 


ACGCTCAGGG 


AGGTCGAGGT 


501 


GTTTAAAAGC 


TCCCAGGAGA 


TC^AGGAGCG 


GCTTGTCCGG 


GCCTACGAGC 


551 


TCATGCTGGG 


CTTCTACGGG 


ATCCGGCTGG 


AGGACCGAGG 


CACGGGCACG 


601 


GTGGGCCGAG 


CACAGAACTA 


CCAQAAGCGC 


TTCCAGAACC 


TGAACTGGCG 


651 


CAGCCACAAC 


AACCTCCGCA 


TCAcAcGCAT 


CCTCAAGTCG 


CCGTGTGAGC 


701 


TGAGCCTCGA 


GCACTTCCAG 


GCGCCACTGG 


TCCGCTTCTT 


CCTGGAGGAG 


751 


ACGCTGGTGC 


GGCGGGAGCT 


GCCGGGffiGTG 


CGGCAGAGTG 


CCCTGGACTA 
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801 


CTTCATGTTC 


GCCGTGCGCT 


GCCGACACCA 


GCGCCGCCAG 


CTGGTGCACT 


851 


TCGCCTGOGA 


GCACTTCCGG 


CCCCGCTGCA 


AGTTCGTCTG 


GGGGCCCCAA 


901 


GACAAGCTfflC 


GGAGGTTCAA 


GCCCAGCTCT 


CTGCCGCATC 


CGCTCGAGGG 


951 


CTCCAGGAAG 


GTGGAGGAGG 


AAGGAAGCCC 


CGGGGACCCC 


GACCACGAGG 


1001 


CCAGCACCcA 


GGGTCGGACC 


TGTGGGCCAG 


AGCATAGCAA 


GGGTGGGGGC 


1051 


AGGGTGGACGl 


lAGGGGCCCCA 


GCCACGGAGC 


GTGGAGCCCC 


AGGATGCGGG 


1101 


ACCCCTGGAG 


Vggagccagg 


GGGATGAGGC 


AGGGGGCCAC 


GGGGAAGATA 


1151 


GGCCGGAGCC 


QTTAAGCCCC 


AAAGAGAGCA 


AGAAGAGGAA 


GCTGGAGCTG 


1201 


AGCCGGCGGG 


AGCAGCCGCC 


CACAGAGCCA 


GGCCCTCAGA 


GTGCCTCAGA 


1251 


GGTGGAGAAG 


atVgctctga 


ATTTGGAGGG 


GTGTGCCCTC 


AGCCAGGGCA 


1301 


GCCTCAGGAC 


GGGGACCCAG 


GAAGTGGGCG 


GTCAGGACCC 


TGGGGAGGCA 


1351 


GTGCAGCCCT 


GCCQCCAACC 


CCTGGGAGCC 


AGGGTGGCCG 


ACAAGGTGAG 


1401 


GAAGCGGAGG 


AAGGTGGATG 


AGGGTGCTGG 


GGACAGTGCT 


GCGGTGGCCA 


1451 


GTGGTGGTGC 


CCAGACCTTG 


GCCCTTGCCG 


GGTCCCCTGC 


CCCATCGGGG 


1501 


CACCCCAAGG 


CTGGAOACAG 


TGAGAACGGG 


GTTGAGGAGG 


ACACAGAAGG 


1551 


TCGAACGGGG 


CCCAAAOBAAG 


GTACCCCTGG 


GAGCCCATCG 


GAGACCCCAG 


1601 


GCCCCAGCCC 


AGCAGGACCT 


GCAGGGGACG 


AGCCAGCCGA 


GAGCCCATCG 


1651 


GAGACCCCAG 


GCCCCCGQCC 


AGCAGGACCT 


GCAGGGGACG 


AGCCAGCCGA 


1701 


GAGCCCATCG 


GAGACCCCAG 


GCCTCCGCCC 


GGCAGGACCT 


GCAGGGGACG 


1751 


AGCCAGCCGA 


GACCCCATOG 


GAGACCCCAG 


GCCCCAGCCC 


GGCAGGACCT 


1801 


ACAAGGGATG 


AGCCAGCCGA 


GAGCCCATCG 


GAGACCCCAG 


GCCCCCGCCC 


1851 


GGCAGGACCT 


GCAGGGGACGl 


yAGCCAGCCGA 


GAGCCCATCG 


GAGACCCCAG 


1901 


GCCCCCGCCC 


GGCAGGACCT 


GCAGGGGACG 


AACCAGCCGA 


GAGCCCATCG 


1951 


GAGACCCCAG 


GCCCCAGCCC 


GGCAGGACCT 


ACAAGGGATG 


AGCCAGCCAA 


2001 


GGCGGGGGAG 


GCAGCAGAGT 


TQCAGGACGC 


AGAGGTGGAG 


TCTTCTGCCA 


2051 


AGTCTGGGAA 


GCCTTAAGGA 


AAGGAGTGCC 


CGTCGGCGTC 


TTGGTCCTCC 


2101 


TGTCCCTGCT 


GCAGGGGCTG 


GGGCCTCCGG 


AGCTGCTGCG 


GACTCCCCTC 


2151 


AGGCTCTGCT 


TCGTGACCCG 


TGAOCCATGA 


CCCACAGTGC 


TGGCCTCCTG 


2201 


TGGGGCCACT 


ATAGCAGCCA 


CCAGAAGCCG 


CGAGGCCCTC 


AGGGAAGCCC 


2251 


AAGGCCTGCA 


GAAGCCTCCT 


GGCCTGGCTG 


TGTCTTCCCC 


ACCCAGCTCT 


2301 


CCCCTGCGCC 


CCTGTCTTTG 


taaat-Agacc 


CTTCTGGAGT 


GGGGGGCG 
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SEQ ID NO: 10 \- - Human OGFr, from spliced cDNA version 4 

MDDPDCDSTWEEDEEIDAEDAEDEDCEDGEAAGARDADAGDEDEESEEPRAARPSSFQSRM 60 

TGSRNWRATRDMCRYRHNYPDLVERDCNGDTPNLSFYRNEIRFLPNGCFIEDILQNWTDN 120 

YDLLEDNHSYIQWLFPDREPGVNWHAKPLTLREVEVFKSSQEIQERLVRAYELMLGFYGI 180 

RLEDRGTGTVGRAQNYQKRFQNLNWRSHNNLRITRILKSPCELSLEHFQAPLVRFFLEET 240 

LVRRELPGVRQSALDYFMFAVRCRHQRRQLVHFAWEHFRPRCKFVWGPQDKLRRFKPS SL 300 

PHPLEGSRKVEEEGSPGDBDHEASTQGRTCGPEHSKGGGRVDEGPQPRSVEPQDAGPLER 360 

SQGDEAGGHGEDRPEPLSPKESKKRKLELSRREQPPTEPGPQSASEVEKIALNLEGCALS 420 

QGSLRTGTQEVGGQDPGEAvWcRQPLGARVADKVRKRRKVDEGAGDSAAVASGGAQTLA 480 

LAGSPAPSGHPKAGHSENGVEteDTEGRTGPKEGTPGSPSETPGPSPAGPAGDEPAESPSE 540 

TPGPRPAGPAGDEPAESPSETRGLRPAGPAGDEPAETPSETPGPSPAGPTRDEPAESPSE 600 

TPGPRPAGPAGDEPAESPSETPffiPRPAGPAGDEPAESPSETPGPSPAGPTRDEPAKAGEA 660 
AELQDAEVESSAKSGKP \ 

SEQ ID NO: 11 Human OGFr cDNA, spliced version 7 



1 


TAGAATTCAG 


CGGCCGCTGA 


ATTCTAGCCG 


AGCATGGACG 


ACCCCGACTG 


51 


CGACTCCACC 


TGGGAGO^GG 


ACGAGGAGGA 


TGCGGAGGAC 


GCGGAGGACG 


101 


AGGACTGCGA 


GGACGGCffiAG 


GCCGCCGGCG 


CGAGGGACGC 


GGACGCAGGG 


151 


GACGAGGACG 


AGGAGTCGGA 


GGAGCCGCGG 


GCGGCGCGGC 


CCAGCTCGTT 


201 


CCAGTCCAGA 


ATGACAGGOT 


CCAGAAACTG 


GCGAGCCACG 


AGGGACATGT 


251 


GTAGGTATCG 


GCACAACTA'B 


CCGGATCTGG 


TGGAACGAGA 


CTGCAATGGG 


301 


GACACGCCAA 


acctgagttt\ 


^CTACAGAAAT 


GAGATCCGCT 


TCCTGCCCAA 


351 


CGGCTGTTTC 


ATTGAGGACA 


Vtcttcagaa 


CTGGACGGAC 


AACTATGACC 


401 


TCCTTGAGGA 


CAATCACTCC 


'ILACATCCAGT 


GGCTGTTTCC 


TCTGCGAGAA 


451 


CCAGGAGTGA 


ACTGGCATGC 


cXagcccctc 


ACGCTCAGGG 


AGGTCGAGGT 


501 


GTTTAAAAGC 


TCCCAGGAGA 


TCCAGGAGCG 


GCTTGTCCGG 


GCCTACGAGC 


551 


TCATGCTGGG 


CTTCTACGGG 


ATQCGGCTGG 


AGGACCGAGG 


CACGGGCACG 


601 


GTGGGCCGAG 


CACAGAACTA 


CCAC&AAGCGC 


TTCCAGAACC 


TGAACTGGCG 


651 


CAGCCACAAC 


AACCTCCGCA 


TCACACGCAT 


CCTCAAGTCG 


CCGTGTGAGC 
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701 


TiSAGCCTCGA 


GCACTTCCAG 


GCGCCACTGG 


TCCGCTTCTT 


CCTGGAGGAG 


751 


ACGCTGGTGC 


GGCGGGAGCT 


GCCGGGGGTG 


CGGCAGAGTG 


CCCTGGACTA 


801 


CTTCATGTTC 


GCCGTGCGCT 


GCCGACACCA 


GCGCCGCCAG 


CTGGTGCACT 


851 


TCGOCTGGGA 


GCACTTCCGG 


CCCCGCTGCA 


AGTTCGTCTG 


GGGGCCCCAA 


901 


GACAAGCTGC 


GGAGGTTCAA 


GCCCAGCTCT 


CTGCCCCATC 


CGCTCGAGGG 


951 


CTCCAGGAAG 


GTGGAGGAGG 


AAGGAAGCCC 


CGGGGACCCC 


GACCACGAGG 


1001 


CCAGCAaCCA 


GGGTCGGACC 


TGTGGGCCAG 


AGCATAGCAA 


GGGTGGGGGC 


1051 


agggtggacg 


AGGGGCCCCA 


GCCACGGAGC 


GTGGAGCCCC 


AGGATGCGGG 


1101 


ACCCCTGGAG 


AGGAGCCAGG 


GGGATGAGGC 


AGGGGGCCAC 


GGGGAAGATA 


1151 


ggccggagcq 


CTTAAGCCCC 


AAAGAGAGCA 


AGAAGAGGAA 


GCTGGAGCTG 


1201 


AGCCGGCGGG 


Vgcagccgcc 


CACAGAGCCA 


GGCCCTCAGA 


GTGCCTCAGA 


1251 


GGTGGAGAAG 


A^TCGCTCTGA 


ATTTGGAGGG 


GTGTGCCCTC 


AGCCAGGGCA 


1301 


GCCTCAGGAC 


ggggacccag 


GAAGTGGGCG 


GTCAGGACCC 


TGGGGAGGCA 


1351 


GTGCAGCCCT 


GCCGCCAACC 


CCTGGGAGCC 


AGGGTGGCCG 


ACAAGGTGAG 


1401 


GAAGCGGAGG 


aaggVggatg 


AGGGTGCTGG 


GGACAGTGCT 


GCGGTGGCCA 


1451 


GTGGTGGTGC 


CCAGACCTTG 


GCCCTTGCCG 


GGTCCCCTGC 


CCCATCGGGG 


1501 


CACCCCAAGG 


CTGGAcVcAG 


TGAGAACGGG 


GTTGAGGAGG 


ACACAGAAGG 


1551 


TCGAACGGGG 


cccaaagVag 


GTACCCCTGG 


GAGCCCATCG 


GAGACCCCAG 


1601 


GCCCCAGCCC 


agcaggacVt 


GCAGGGGACG 


AGCCAGCCGA 


GAGCCCATCG 


1651 


GAGACCCCAG 


GCCCCCGCcV 


GGCAGGACCT 


GCAGGGGACG 


AGCCAGCCGA 


1701 


GAGCCCATCG 


gagaccccagN 


.GCCCCAGCCC 


GGCAGGACCT 


ACAAGGGATG 


1751 


AGCCAGCCGA 


GAGCCCATCG 


Vagaccccag 


GCCCCCGCCC 


GGCAGGACCT 


1801 


GCAGGGGACG 


AGCCAGCCGA 


GAGCCCATCG 


GAGACCCCAG 


GCCCCCGCCC 


1851 


GGCAGGACCT 


GCAGGGGACG 


AGQCAGCCGA 


GAGCCCATCG 


GAGACCCCAG 


1901 


GCCCCAGCCC 


GGCAGGACCT 


ACA^GGATG 


AGCCAGCCAA 


GGCGGGGGAG 


1951 


GCAGCAGAGT 


TGCAGGACGC 


AGAGOTGGAG 


TCTTCTGCCA 


AGTCTGGGAA 


2001 


GCCTTAAGGA 


AAGGAGTGCC 


CGTCGGtGTC 


TTGGTCCTCC 


TGTCCCTGCT 


2051 


GCAGGGGCTG 


GGGCCTCCGG 


AGCTGCTGCG 


GGCTCCCCTC 


AGGCTCTGCT 


2101 


TCGTGACCCG 


TGACCCATGA 


CCCACAGTffiC 


TGGCCTCCTG 


TGGGGCCACT 


2151 


ATAGCAGCCA 


CCAGAAGCCG 


cgaggccctV 


AGGGAAGCCC 


AAGGCCTGCA 


2201 


GAAGCCTCCT 


GGCCTGGCTG 


TGTCTTCCCC^ 


VACCCAGCTCT 


CCCCTGCGCC 


2251 


CCTGTCTTTG 


TAAATTGACC 


CTTCTGGAGT 


GGGGGGCGG 
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SEQ ID NO: 12,\Hiiman OGFr, from spliced cDNA version 7 

mdd pdcd stweedeedaedaededcedgeaagardadagdedee s ee praarp s s fq s rm 60 

tgsrnwratrdmcryrhnypdlverdcngdtpnlsfyrneirflpngcfiedilqnwtdn 120 

ydllednhsyiqwlfplrepgvnwhakpltlrevevfkssqeiqerlvrayem^ 180 

rledrgtgtvgraqny&krfqnlnwrshnnlritrilkspcelslehfqaplvrffleet 240 

lvrrelpgvrqsaldyfWfavrcrhqrrqlvhfawehfrprckfvwgpqdklrrfkpssl 300 

phplegsrkveeegspgqpdheastqgrtcgpehskgggrvdegpqprsvepqdagpler 360 

SQGDEAGGHGEDRPEPLSPKESKKRKLELSRREQPPTEPGPQSASEVEKIALNLEGCALS 420 

qgslrtgtqevggqdpgeaVqpcrqplgarvadkvrkrrkvdegagdsaavasggaqtla 4 80 

lagspapsghpkaghsengveedtegrtgpkegtpgspsetpgpspagpagdepaespse 540 

tpgprpagpagdepaespsetpgpspagptrdepaespsetpgprpagpagdepaespse 600 

tpgprpagpagdepaespsetpgpspagptrdepakageaaelqdaevessaksgkp 657 



SEQ ID NO: 13 -- Human OGFr cDNA, spliced version 127 

1 TAGAATTCAG CGGCCaCTGA ATTCTAGCCG AGCATGGACG ACCCCGACTG 

51 CGACTCCACC TGGGAGGAGG ACGAGGAGGA TGCGGAGGAC GCGGAGGACG 

101 AGGACTGCGA GGACGGQGAG GCCGCCGGCG CGAGGGACGC GGACGCAGGG 

151 GACGAGGACG AGGAGTCGGA GGAGCCGCGG GCGGCGCGGC CCAGCTCGTT 

201 CCAGTCCAGA ATGACAGQGT CCAGAAACTG GCGAGCCACG AGGGACATGT 

251 GTAGGTATCG GCACAACTAT CCGGATCTGG TGGAACGAGA CTGCAATGGG 

3 01 GACACGCCAA ACCTGAGTTt\ CTACAGAAAT GAGATCCGCT TCCTGCCCAA 

3 51 CGGCTGTTTC ATTGAGGACa\ TTCTTCAGAA CTGGACGGAC AACTATGACC 

4 01 TCCTTGAGGA CAATCACTCC YaCATCCAGT GGCTGTTTCC TCTGCGAGAA 
4 51 CCAGGAGTGA ACTGGCATGC OAAGCCCCTC ACGCTCAGGG AGGTCGAGGT 
501 GTTTAAAAGC TCCCAGGAGA TGCAGGAGCG GCTTGTCCGG GCCTACGAGC 
551 TCATGCTGGG CTTCTACGGG ATCCGGCTGG AGGACCGAGG CACGGGCACG 
601 GTGGGCCGAG CACAGAACTA CCAGAAGCGC TTCCAGAACC TGAACTGGCG 
651 CAGCCACAAC AACCTCCGCA TCACACGCAT CCTCAAGTCG CCGTGTGAGC 
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701 tgagcctcga\gcacttccag gcgccactgg tccgctt'ctt cctggaggag 

7 51 ACGCTGGTGC fflGCGGGAGCT GCCGGGGGTG CGGCAGAGTG CCCTGGACTA 

801 CTTCATGTTC GCCGTGCGCT GCCGACACCA GCGCCGCCAG CTGGTGCACT 

851 TCGCCTGGGA GaACTTCCGG CCCCGCTGCA AGTTCGTCTG GGGGCCCCAA 

9 01 GACAAGCTGC GGAGGTTCAA GCCCAGCTCT CTGCCGCATC CGCTCGAGGG 

951 CTCCAGGAAG GTQGAGGAGG AAGGACCTGC AGGGGACGAG CCAGCCGAGA 

1001 GCCCATCGGA GACCCCAGGC CCCAGCCCGG CAGGACCTAC AAGGGATGAG 

1051 CCAGCCAAGG CGGQGGAGGC AGAAGCCTGC TGCCTGGCTG TGTCTTCCCA 

1101 CCCAGCTCTC CCCTffiCGCCC CTGTCTTTGT TAATCGACCC TTCTGGAGCG 

1151 GGGGGCGGCG GGCAGGGCTT GCCTTTCTTA GTCTGATGCC AAGCAAGGCC 

1201 TTTTCTGAAT AAATTQATTT GACTTTCGAA AA 



SEQ ID NO: 14 Human OGFrV from spliced cDNA version 127 

MDDPDCDSTWEEDEEDAEDAEDEDCEDGEAAGARDADAGDEDEESEEPRAARPSSFQSRM 60 

TGSRNWRATRDMCRYRHOTPDLVERDCNQDTPNLSFYRNEIRFLPNGCFIEDILQNW^ 120 

YDLLEDNHSYIQWLFPLREPGVNWHAKPL'ILREVEVFKSSQEIQERLVR^^ 180 

RLEDRGTGTVGRAQNYQKRFQNLNWRSHNNLRITRILKSPCELSLEHFQAPLVRFFLEET 240 

LVRRELPGVRQSALDYFMFAVRCRHQRRQLWFAWEHFRPRCKFVWGPQDKLRRFKPSSL 3 00 

PHPLEGSRKVEEEGPAGDEPAESPSETPGPSPAGPTRDEPAKAGEAEACCLAVSSHPALP 3 60 

C A P VF VNR P F W S GGR RAG LAFLSLMPSKAFSe\ 392 
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